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Abstract

The mitochondrial genome (mtDNA) human is a small circular molecule of DNA (about 17,000
base pairs) present in each cell in the hundreds or thousands of copies transmitted exclusively by
mother. It also features a higher evolutionary rate than those of nuclear genes. Therefore, its
sequence variation is generated exclusively along lines radiation maternal for the sequential
accumulation of new mutations. This means that the human mtDNA is an archive of the history and



molecular migration of women who have passed the subsequent generations. Since this process of
molecular differentiation was relatively fast, and took place mainly during and after the recent
process of colonization and spread of modern humans in different regions and continents, the
different subsets (haplogroups and sub-haplogroups) of mtDNA variation tend to be localized in
different geographical areas and in different human populations. So the molecular identification of
the haplogroups, the quantification of their internal variability , the analysis of their ethnic and
geographical distribution provide important data on the origin of man, the times of colonization of
regions and continents, and genetic and demographic processes that generated the modern
populations. During the seminar will be presented various examples in geographical contexts and
ethnic backgrounds.
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